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What is Bioinformatics?

• Bioinformatics is the use of computer 
science mathematics and informationscience, mathematics, and information 
theory to model and analyze biological 
systems especially systems involvingsystems, especially systems involving 
genetic material. 



Why is Bioinformatics Why is Bioinformatics 
So Important?

• Bioinformatics lets scientists process 
more information than ever beforemore information than ever before

• Databases store vast amounts of 
finformation that scientists can analyze

• Allows for highly detailed experiments to 
take place on large scales



How is this done?

• We can use computer languages 
(HTML PHP SQL) to create database(HTML, PHP, SQL) to create database 
interfaces which will help scientists find 
the information they needthe information they need



<html> HTML </html>

• HTML (HyperText Markup Language) is 
the language used to code web pagesthe language used to code web pages.

• HTML pages are static, meaning they 
fonly change when the code itself is 

changed.
• We would later use the HTML to 

develop the interface for our project.



<?php PHP ?>

• PHP (Hypertext PreProcessor) is also 
used in web design but is not visible toused in web design, but is not visible to  
the users.

• PHP makes HTML pages dynamic (i e• PHP makes HTML pages dynamic (i.e. 
“more interactive”)

• PHP is important because it provides• PHP is important because it provides 
the bridge from a web page to a 
database



SELECT… SQL …;

• SQL (Structured Query Language) is 
used to insert retrieve and modifyused to insert, retrieve, and modify 
information in a database.
C• Can be used with PHP to generate 
search web pages



Microarrays
• Microarrays are pallets of 

miniature test tubes that 
allow for fast testing of 
many samplesmany samples

• Ones designed for DNA 
comparison are used to find differencescomparison are used to find differences
between healthy cells and cancerous cells



Our Project
O r task as to create a ebpage that o ld• Our task was to create a webpage that would
allow a scientist to search the Arabidopsis 
d t b f ifi t f t tidatabase for specific types of gene mutations

• It can be narrowed down by Mutagen Type,
Mutant Class, Original
Source, Chromosome, 
and Terminal Phenotype
(Dissecting) Class


